The bond lengths and angles in (I) are as expected (Table 1) for this almost planar molecule, where the greatest torsion angle deviation from zero or AE180 is seen for C2ÐO1ÐC7Ð O2 [À177. 49 (18) ]. For simple molecules of this kind, with a hydrogen-bond donor group (ÐOH) at one end and an acceptor (C O) at the other, it can be predicted that a continuous chain of hydrogen-bonded molecules will be present in the crystal lattice. Such is the case for 5-hydroxybenzofuran-(3H)-one (Bocelli & Grenier-Loustalot, 1982) . For (I), this is indeed the case, and details of the classical O3Ð H3Á Á ÁO2 i hydrogen bond are given in Table 2 [symmetry code: (i) 1 + x, Further examination of non-bonded contacts also reveals two intermolecular CÐHÁ Á ÁO bonds (Table 2) . Hence, as shown in Fig. 2 , each molecule of (I) is linked through six hydrogen bonds to ®ve adjacent molecules. One CÐHÁ Á ÁO bond is arranged as described by graph set R 2 2 (8) about inversion centres, as shown in Fig. 3 . The other CÐHÁ Á ÁO bond links the O2 keto group to C4; hence atom O2 acts as an acceptor for two H atoms, with an H3Á Á ÁO2Á Á ÁH4 angle of 120 . The resultant CÐHÁ Á ÁO hydrogen-bonding motif may be described as zigzag ribbons. Hydroxy atom O3 acts as both a donor, in forming the continuous chain of classical hydrogen bonds in the [201] direction, and an acceptor, in the formation of the R 2 2 (8) rings. Only one H atom in the molecule, namely H5, is not involved in hydrogen bonding.
The three-dimensional framework of (I) is further stabilized by %±% interactions (Steed & Atwood, 2000) between the oxathiolone and benzene rings in partially overlapping molecules (Fig. 4) . Here, the interplanar spacing is 3.377 (3) 
Figure 1
A view of the atomic arrangement in (I), showing the atom-numbering scheme and 50% probability displacement ellipsoids.
Figure 3
The CÐHÁ Á ÁO hydrogen bonding in the crystal structure of (I).
distance between the centroids of the two rings is 3.508 (2) A Ê , the two centres are offset by 0.961 (2) A Ê and the interacting molecules are related by unit-cell translations along the short a axis.
A search of the Cambridge Structural Database (Version 5.25, January 2004 update; Allen, 2002) shows that the ring system in (I) is unique among crystal structures examined to date. Similar, but not identical, ring systems which lack classical hydrogen bonding are present in the crystal structures of 5,7-di-tert-butyl-3H-2,1-benzoxathiol-3-one (Krische et al., 1982) and 3-oxo-3H-2,1-benzoxathiole-7-carboxylic acid methyl ester (Walter et al., 1978) .
Experimental
The title compound was purchased from Sigma and recrystallized from n-butanol. Data were collected on a very small crystal (2 Â 10 À5 mm 3 ).
Crystal data 
